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Human mtDNA Migrations
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What PCA and clustering reveal

about human migration, breast cancer and longevity

The sequencing of genomes has created a new opportunity for physicists,
chemists, mathematicians, statisticians, computer scientists and engineers
fo help make new discoveries in the biological sciences. In this talk, | will
describe how two simple techniques, principal component analysis (PCA)
and consensus ensemble clustering, give new insights intfo problems in
population genetics, cancer and longevity.
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